A New Algorithm
For Calculating Cumulative
CTC Changes During Treatment

Elisabetta Rossil, Antonella Facchinettil, Sara Valpione2, Giovanna Rossil, Angela Grassil, Salvatore Tumolo3,
Silvana Saracchini3, Alice Zoccoli4, Daniele Santini4, Rita Zamarchi2

Authors' Affiliations:

Department of Surgery, Oncology and Gastroenterology, ‘Oncology Section, University of Padova, Padova, Italy;

2|OV-IRCCS, Padova, ltaly;

3Medical Oncology Department, Ospedale Santa Maria degli Angeli, Pordenone, Italy;

4Department of Medical Oncology, Campus Bio-Medico University, Rome, Italy

RATIONALE

Chemotherapy is slowly being supplemented by a new generation of drugs that recognize specific targets in or on cancer cells and has proven to be more
effective with markedly fewer side effects. However, alternative oncogenic signaling pathways take over during the course of the disease, inevitably

leading to drug resistance. As a consequence renewed tumor analysis is required to redefine the optimal treatment regimen.

Circulating tumor cells (CTCs) represent a "liquid biopsy" that can be used to tailor treatment for individual patients. CTCs are however rare and can only
be obtained for further characterization in a small fraction of patient. CTC number often fluctuates during treatment, creating a pattern of peaks and
troughs which may preclude the possibility to accurately assess significant differences in any patient at any time.
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CONCLUSIONS

» The algorithm AAUC seems to have the potential to detect significant response-related changes of CTC number;
* The use of specific CTC assays may be indicated for monitoring treatments with well-known mechanism of action
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